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SUBJECT INDEX TO VOLUME 30 (1988) 

Adenosine 
Phosphorescence; Poly(riboadenylic acid) (Daniels, M. (30) 
225) 

AIcohoI dehydrogenase 
Crystalline structure; Tryptophan phosphorescence (Gabellicri, 
E. (30) 61) 

Auosteric protein 
Anisotropy decay; Fluorescence anisotropy; Rotational corre- 
lation time: Protein flexibility (Bucci, E. (30) 199) 

AUoskrism 
Cooperativity; Hill coefficient; Thermodynamic linkage; Pro- 
tein-ligand interaction (Reinhart, G.D. (30) 159) 

Amino acid 
tRNA: Ant&don loop; Fhtorescence; Mg’+ (Bujalowski, W. 
(30) 151) 

Fhtorescence anisotropy; Rotational correlation time; Protein 
flexibility; Allosteric protein (Bucci, E. (30) 199) 

Frequency-domain fluorometry; Rotational diffusion; Fluores- 
cence; Polarization (Gryczynski, I. (30) 271) 

Antibody 
Low-frequency resonance; DNA-drug intercalation; Hemo- 
globin; Cooperativity; Free energy deficit; Phonon entropy; 
Trigger effect; Quasi-continuity model (Chou, K.-C. (30) 3) 

Anticadon loop 
tRNA; Fhtorescence; Amino acid; Mg’+ (Bujalowski, W. (30) 
151) 

Rotamer distribution; Diketopipcrazine; Hydrogen bond; 
Nonpolar environment (Radding, W. (30) 193) 

Bacteriorhodnpshr 
Membrane protein; Denaturation; Tertiary structure; Hydro- 
gen bond; Hydrophobic interaction (Mitahu, S. (30) 69) 

Biiig mehanism 
Ca*+-gramicidin A interaction; Conformational equilibrium; 
HPLC; Spectrofluorimetry (Brace, L. (30) 93) 

B-ian dynamics 
Energy transfer; Rotational diffusion; Fluorescence anisotropy 
(Berger, J.W. (30) 257) 

ca2+ 
a-Lactalbumin; Mg2+; Fluorescence decay; Tryptophan fluo- 
rescence (Qstrovsky, A.V. (30) 105) 

Ca2+-grandeldin A lnteractlon 
Confotmational equilibrium; Binding mechanism; HPLC, 
Spectrofluorimetry (Brace, L. (30) 93) 

Cahnodnlin 
Tyrosine; Frequency-domain fluorometry; Fluorescence an- 
isotropy decay; Fhtorescence intensity decay (Gry~zynski, I. 

(30) 49) 

Ch?dlOl 
Enzyme kinetics; Enzyme inactivation; Suicide substrate; L 
Dopa; Tyrosinase; Transient phase (Tudela, J. (30) 303) 

Charge compensation 
Proton; Chemiosmotic coupling; Poisson-Boltzmsnn equation; 
Electric potential; Surface charge; Oxygen pulse (Kamp, F. 

(30) 113) 

Charge-transfer complex 
Plastoquinone; a-Tocopherol quinone; Quinhydrone (Kruk, J. 
(30) 143) 

chemiosmotlc eoupung 
Proton; Poisson-Boltzmann equation; Electric potential; 
Surface charge; Oxygen pulse; Charge compensation (Kamp, 
F. (30) 113) 

Circular dichroism 
Poly(L-lysine); Conformational change; Dilauroylphosphatidic 
acid; Phosphohpid vesicle (Fukushima, K. (30) 237) 

confomlatiollai change 
Poly(L-lysine); Dilauroylphosphatidic acid; Phospholipid ves- 
icle; Circular dichroism (Fukushima, K. (30) 237) 

Chformational eqilibrium 
Ca**-gramicidin A interaction; Binding mechanism; HPLC; 
Spectrofluotietry (Brace, L. (30) 93) 
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Cboperativity 
Low-frequency resonance; DNA-drug intercalation; Hemo- 
globin; Free energy deficit; Phonon entropy; Antibody; Trigger 
effect; Quasi-continuity model (Chou, K.-C. (30) 3) 

Data analysis; Intermediate; Hemoglobin (Gill, S.J. (30) 133) 

Hill coefficient; Allosterism; Thermodynamic .linkage; 
Protein-ligand interaction (Reinhart, G.D. (30) 159) 

Crystalline slructmx 
Tryptophan phosphorescen% Alcohol dehydrogenase (Gabel- 
lieri, E. (30) 61) 

Datn analysis 
Cooperativity; Intermediate, Hemoglobin (Gill, S.J. (30) 133) 

Denaturation 
Bacteriorhodopsin; Membrane pro!&, Tertiary structure; Hy- 
drogen bond; Hydrophobic interaction (Mit@u, S. (30) 69) 

Diketopiperazine 
Ax-y1 peptide; Rotamer distribution; Hydrogen bond; Non- 
polar environment @adding, W. (30) 193) 

Dilauroylpaospaatrdie acid ,,, > 

Poly(L-lysine); Conformational change; Phospholipid vesicle; 
Circular dicbroism (Fukushima, K. (30) 237) 

Dipalmltnylphoaphatldylglycerol 
Lysine copolymer; Fluorescence anisotropy; Phospholipid ves- 
icle; Phase separation (Houbre, D. (30) 245) 

DNA-drug intercalation 
Low-frequency resonance: Hemoglobin; Coopera&ity; Free 
energy deficit; Phonon entropy; Antibody; Trigger effect; 
Quasi-continuity model (Chou, K.-C. (30) 3) 

Lmopa 
Enzyme kinetics; Enzyme inactivation; Suicide substrate; 
Catechol; Tyrosinase; Transient phase (Tudela, J. (30) 303) 

EIectrlc potential 
Proton; Chemiosmotic coupling; Poisson-Boltzmann equation; 
Surface charge; Oxygen pulse; Charge compensation (Kamp, 
F. (30) 113) 

Energy transfer 
Rotational diffusion; Brownian dynamics; Fluorescence au- 
isotropy (Berger, J.W. (30) 257) 

Enzyme Inactivation 
Enzyme kinetics; Suicide substrate; r-Dopa; Catechol; 
Tyrosigase; Transient phase (Tudela, J. (30) 303) 

Enzyme kinetics 
Enzyme inactivation; Suicide substrate; r-Dopa; Catechol; 
Tyrosinase; Transient phase (Tudela, J. (30) 303) 

Erytbrocyte 
intracellular Na+; 23Na-NMR; Relaxation time (Mendz, G.L. 
(30) 81) 

Fluorescence 
tRNA; Anticodon loop; Amino acid; Mg2+ (Bujalowski, W. 
(30) 151) I’ 

Frequency-domain fluorometry; Rotational diffusion; An- 
isotropy decay; Polarization (Gryczynski, I. (30) 271) 

Fluorescence anisotropy ’ 
Anisotropy decay; Rotational correlation time; Protein flexibil- 
ity; Allosteric protein (Bucci, E. (30) 199) 

Lyslne copolymer: Dipahnitoylphosphatidylglycerol; Phos- 
pholipid vesicle; Phase separation (Houbre, D. (30) 245) 

Energy transfer; Rotational diffusion; Brownian dynami& 
(Berger, J.W. (30) 257) 

Fluorescence anisotropy decay 
Calmodulin; Tyrosine; Frequency-domain fluorometxy; Fluo- 
rescence intensity decay (Gryczynski, I. (30) 49) 

Fluorescence decay 
cu-Lactalbumin; Ca2+; Mg2+; Tryptophan fluorescence 
(Ostrovsky, A.V. (30) 105) 

Fluorescence intensity decay 
Calmodulin; Tyrosine; Frequency-domain fluorometry; Fluo- 
rescence anisotropy decay (Gryczynski, I. (30) 49) 

Free energy deficit 
Low-frequency resonance; DNA-drug intercalation; Hemo- 
globin; Cooperativity; Phonon entropy; Antibody; Triger ef- 
fect; Quasi-continuity model (Chou, K.-C. (30) 3) 

Frequency-domain fluorometq 
Calmodulin; Tyrosine; Fluoresce& anisotropy decay; Fluo- 
rescence intensity decay (Gryczynski, I. (30) 49) 

Rotational diffusion; Fluorescence; Anisotropy decay; Polari- 
zation (Gryczynski, I. (30) 271) 

D-Glucose 
Solute binding; Unilamellar phospholipid vesicle (Bummer, 
P.M. (30) 173) 

Glycophnrln 
Hydrophobic effect; Membrane-spanning helix; Thermal 
fluctuation; Molecular dynamics (Edholm, 0. (30) 279) 

Hemoglobin 
Low-frequency resonance; DNA-drug intercalation; Cooper- 
ativity; Free energy deficit; Phonon entropy; Antibody; Trigger 
effect; Quasi-continuity model (Chou, K.-C. (30) 3) 
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Data analysis; Cooperativity; Intermediate (Gill, S.J. (30) 133) 

HIilJ coefficient 
Cooperativity; Allosterism; Thermodynamic linkage; Protein- 
ligand interaction (Reinhart, G.D. (30) 159) 

Ca*+-gramicidin A interaction; Conformational equilibrium; 
Binding mechanism; Spectrofluorimetry (Brace, L. (30) 93) 

Hydrogen bond 
Bacteriorhodopsin; Membrane protein; Denaturation; Tertiary 
structure; Hydrophobic interaction (Mitaku, S. (30) 69) 

Aryl peptide; Rotamer distribution; Diketopiperazine; Non- 
polar environment (Radding, W. (30) 193) 

Hydrophobic effect 
Glycophorin, Membrane-spanning helix; Thermal fluctuation; 
Molecular dynamics (Edholm, 0. (30) 279) 

Hydropbobtc interaction 
Bacteriorhodopsin; Membrane protein; Denaturation; Tertiary 
structure; Hydrogen bond (Mitaku, S. (30) 69) 

Intermediate 
Data analysis; Cooperativity; Hemoglobin (Gill, S.J. (30) 133) 

a-Lactalhumin 
Ca’+; Mg **. Fluorescence decay; Tryptophan fluorescence , 
(Ostrovsky, A.V. (30) 105) 

Lipid vesicle 
Pyrene; PyrenyJhexadecanoic acid; Liposome; Phosphati- 
dylcholine; Phospholipid (L’Heureux, G.P. (30) 293) 

Liposome 
Pyrene; Pyrenylhexadecanoic acid; Lipid vesicle; Phosphati- 
dylcholine; Phospholipid (L’Heureux, G.P. (30) 293) 

Low-frequency resonance 
DNA-drug intercalation; Hemoglobii; Cooperativity; Free en- 
ergy deficit; Phonon entropy: Antibody; Trigger effect; 
Quasi-continuity model (Chou, K.-C. (30) 3) 

Lysine copolymer 
Dipalmitoylphosphatidylglycerol; Fluorescence anisotropy; 
Phospholipid vesicle; Phase separation (Houbre, D. (30) 245) 

Membrane protein 
Bacteriorhodopsin, Denaturation; Tertiary structure; Hydro- 
gen bond; Hydrophobic interaction (Mitaku, S. (30) 69) 

Membram+spanning helix 
Glycophorin; Hydrophobic effect; Thermal fluctuation; 
Molecular dynamics (Edholm, 0. (30) 279) 

Mgr+ 
a-Lactalbumin; Ca’+; Fluorescence decay; Tryptophan fluo- 
rescence (Ostrovsky, A.V. (30) 105) 

tRNA; Anticodon loop; Fluorescence; Amino acid (Bujalow- 
ski, w. (30) 151) 

Molecuiar dynanlics 
Glycophorin; Hydrophobic effect; Membrane-spanning helix: 
Thermal fluctuation (Edholm, 0. (30) 279) 

intraeellnlar Na+ 
Erythrocyte; 23Na-NMR; Relaxation time (Mendz. G.L. (30) 

81) 

YNa-NMR 
Erythrocyte; intracellular Na+; Relaxation time (Men&, G-L. 

(30) 81) 

Nonpolar environment 
Aryl peptide; Rotamer distribution; Diketopiperazine; Hydro- 
gen bond (Radding, W. (30) 193) 

Oxygen pulse 
Proton; Chemiosmotic coupling; Poisson-Boltzmann equation; 
Electric potential; Surface charge; Charge compensation 
(Kamp, F. (30) 113) 

phase separation 
Lysine copolymer; DipalmitoylphosphatidylgJycerol; Fluores- 
cence anisotropy; Phospholipid vesicle (Houbre, D. (30) 245) 

Phonon entropy 
Low-frequency resonance; DNA-drug intercalation; Hemo- 
globin, Cooperativity; Free energy deficit; Antibody; Trigger 
effect; Quasi-continuity model (Chou, K.-C. (30) 3) 

Phosphatidylcholine 
Pyreue; Pyrenylhexadecanoic acid; Lipid vesicle; Liposome; 
Phospholipid (L’Heureux, G.P. (30) 293) 

Phoapholipid 
Pyrene; Pyrenylhexadecanoic acid; Lipid vesicle; Liposome; 
Phosphatidylcholine (L’Heureux, G.P. (30) 293) 

Phoapholipid vesicle 
Poly(L-lysine): Conformational change; Dilauroylphosphatidic 
acid; Circular dichroism (Fukushima, K. (30) 237) 

Lysine copolymer; Dipalmitoylphosphatidylglycerol: Fhrores- 
cence anisotropy; Phase separation (Houbre, D. (30) 245) 

Phoqhorescence 
Adenosine; Poly(riboadenylic acid) (Daniels, M. (30) 225) 

Plastoquinone 
Charge-transfer complex; a-Tocopherol quinone; Quinhydrone 
(Kruk, J. (30) 143) 
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Poisson-Bolkmann equation 
Proton; Chemiosmotic coupling; Electric potential, Surface 
charge; Oxygen pulse; Charge compensation &amp, F. (30) 
113) 

Polalisatiorl 
Frequency-domain fluorometry; Rotational diffusion; Fluores- 
cence; Anisotropy decay (Gryczynski, I. (30) 271) 

Poly(L-lysfne) 
Conformational change; Dilauroylphosphatidic acid; Phos- 
pholipid vesicle; Circular dichroism (Fukuahim~ K. (30) 237) 

Poly(rihoadmylic acid) 
Phosphorescence; Adenosine (Daniels, M. (30) 225) 

Poly(S-earhoxymethyl-L-cyst&e) 
Time-resolved potentiometric titration; fi-Structure stability; 
Unimolecular coil-8 conversion (Kimura, M. (30) 185) 

Protein flexibility 
Anisotropy decay; Fluorescence anisotropy: Rotational corre- 
lation time; Allosteric protein (Bucci, E. (30) 199) 

Protein-ligand Interaction 
Cooperativity; Hill coefficient; Allosterism; Thermodynamic 
linkage (Reinhart, G.D. (30) 159) 

proton 
Chemiosmotic conplmg; Poisson-Boltzmann equation; Electric 
potential; Surface charge; Oxygen pulse; Charge compensation 
(Kamp, F. (30) 113) 

Pyrenylbexadecanoic acid; Lipid vesicle; Liposome; Phos- 
phatidylcholine; Phospholipid (L’Heureux, G.P. (30) 293) 

Pyrenylhexndecanoic add 
Pyrene; Lipid vesicle; Liposome; Phosphatidylcholine; Phos- 
pholipid (L’Heureux, G.P. (30) 293) 

Qua3i-continuity model 
Low-frequency resonance; DNA-drug intercalation; Hemo- 
globin; Cooperativity; Free energy deficit; Phonon entropy; 
Antibody; Trigger effect (Chou, K.-C. (30) 3) 

Qufnhyrhone 
Charge-transfer complex; Plastoquinone; u-Tocopherol 
quinone (Kruk, J. (30) 143) 

Relaxation time 
Brytbrocyte; intracellular Na+; 23Na-NMR (Mendr., G.L. (30) 
81) 

tRNA 
Ant&don loop; Fluorescence; Amino acid; Mg2+ (Bujalow- 
ski, w. (30) 151) 

Roknter dl~hution 
Atyl peptide; Diketopiperazine; Hydrogen bond; Nonpolar 
environment @adding, W. (30) 193) 

Rotational correlation time 
Anisotropy decay; Fluorescence anisotropy; Protein flexibility; 
Allosteric protein (Bucci, E. (30) 199) 

Rotational diffusion 
Energy transfer; Brownian dynamics; Fluorescence anisotropy 
(Berger, J.W. (30) 257) 

Frequency-domain fluorometry; Fluorescence; Anisotropy de- 
cay: Polarization (Gryczynski, I. (30) 271) 

Solute binding 
Unilamellar phospholipid vesicle; u-Glucose (Bummer, P.M. 
(30) 173) 

Spectmflnorhnetry 
Caz+-gramicklin A interaction; Conformational equilibrium; 
Binding mechanism; HPLC (Brace, L. (30) 93) 

jC%mtnm stability 
Time-resolved potentiometric titration; stability; Unimoleculsr 
coil+? conversion; Poly(S-carboxymethyl-r.-cysteine) (Kimura, 
M. (30) 185) 

Suicide s&&ate 
Enzyme kinetics; Enzyme inactivation; L-Dopa; Catechol; 
Tyrosinase; Transient phase (Tudela, J. (30) 303) 

Surface charge 
Proton; Chemiosmotic coupling; Poisson-Boltzmaxm equation; 
Electric potential; Oxygen pulse; Charge compensation (Kamp, 
F. (30) 113) 

Tertiary structure 
Bacteriorhodopsin, Membrane protein; Denaturation; Hydro- 
gen bond; Hydrophobic interaction (Mitaku, S. (30) 69) 

Themtalfhtctuatlon 
Glycophoiin, Hydrophobic effect; Membranespanning helix, 
Molecular dynamics (Edholm, 0. (30) 279) 

Tllemlodynamiclii 
Cooperativity; Hill coefficient; Allosterism; Protein-ligand in- 
teraction (Reinbart, G.D. (30) 159) 

Time-resolved potenliomelric titration 
fi-Structure stability; Unimolecular coil-~9 conversion; Poly(S- 
carboxymetbyl+cysteine) (Kimura, M. (30) 185) 

a-Toeopherol quinone 
Chargetransfer complex; Plaatoquinone; Qninhydrone (Kruk, 
J. (30) 143) 
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Transient phase 
. 

Enzyme kinetics; Enzyme inactivation; Suicide substrate; L- Enzyme kinetics; Enzyme inactivation; Suicide substrate; L- 

Dopa; Catechol; Tyrosinase (Tudela, J. (30) 303) Dopa; Cateohol; Transient phase (Tudela, J. (30) 303) 

Trigger effect 
Low-frequency resonance; DNA-drug intercalation; Hemo- 
globin; Cooperativity; Free energy deficit; Phonon entropy; 
Antibody; Quasi-continuity model (Chou, K.-C. (30) 3) 

Tqptophan fluorescence 
a-Lactalbumin; Ca 2+; Mg2+; Fluorescence decay (Ostrovsky, 
A.V. (30) 105) 

Tryptnphan phosphorescence 
Crystalline structure; Alcohol dehydrogenase (Gabeilieri, E. 
(38) 61) 

Tyrosine 
Calmodulin; Frequency-domain fluorometry; Fluorescence an- 
isotropy decay; Fluorescence intensity decay (Gryczynski, 1. 

(30) 49) 

Unilamellar phospholipid vesicle 
Solute binding; ~-Glucose (Bummer, P.M. (30) 173) 

Unimoleadsr coil-B conversion 
Time-resolved potcntiometric titration; fi-Structure stability; 
Poly(S-carboxymethyl+cystcine) (Kimura, M. (30) 185) 


